TAP CHi KHOA HQC TRUONG PAI HOC HONG PUC - SO 61.2022
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TOM TAT

Viéc sir dung DNA barcode dé xac dinh méi quan hé di truyén cua cdc loai sinh vat
néi chung, thue vit néi riéng da va dang dwege nhiéu nha khoa hoc quan tam nghién ciu.
Pay la ky thudt sir dung mot trinh tw DNA (khodng 400 - 1000 bp) nhw mét tiéu chudn dé
nhan dang va xac dinh quan hé chung loai cua cdc loai sinh vat mot cach nhanh chong va
chinh xac. Do do, DNA barcode khong chi giup cdac nha phan logi hoc trong cong tdac phan
logi va xac dinh loai, ma con ndng cao ndng luc kiém sodt, hiéu biét va tdn dung sw da dang
sinh hoc. Trong bai viét nay, ching téi dé cdp dén két qua phan ldp va xdc dinh quan hé
chung loai cua 2 trinh tu ITS va Matk DNA cua cdy Khé sém thu tai Thanh Héa. Trinh tw
ITS va trinh tw Matk c6 kich thuée lan ot 1o (676bp) va (656bp). Hai trinh nay dwoc xdc
dinh la ciing loai Croton kongensis, trong d6 ¢6 trinh ti ITS la trinh tw dau tién dwoc cong
bé trén gen banks.

Tw khoa: ITS, Matk, Ma vach DNA, C. Kongensis.

1. PAT VAN BE

DNA barcode 1a mdt trong nhitng cong cu hitu ich trong viéc xac dinh quan hé di
truyén ctia cac loai sinh vat, trong d6 c6 loai Khé sam (Croton kongensis). Kho sam dugc
biét dén nhu 12 mot loai duoc lidu quy, c6 tic dung hitu hiéu trong viéc diéu tri cac bénh vé
tiéu héa [4][5]; chdng oxy hoa, chdng viém, giup giam dau, chong di tng, lam tang luu
luong mau dong mach vanh, chdng réi loan nhip tim, ngin ngira thiéu mau co tim [6]. Ngoai
ra, Kho sdm con co tac dung chéng xo vita dong mach va hé trg 1am ha lipid méu, loai bd
dom trong hong, dong thoi 1am giam triéu chimg hen suyén [6]. Nude sic dugc liéu cua Khod
sam c6 tinh khang khuan kha manh, c6 kha ning we ché hoat dong cta céc chung vi khuan
nhu tu cau vang, lién cau khuan nhém B, truc khuin ly, trc ché su phat trién ctia mot s loai
nidm ngoai da... [6]. Tuy nhién céc nghién ctru vé DNA barcode dé nhén dién va cung cap
thém co s dit liéu khoa hoc cho loai cdy nay con nhiéu han ché, dic biét 1a & Viét Nam. Do
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vay, ching t6i tién hanh nghién ctru, phan 1ap 2 trinh ty barcode 14 /TS va Matk, dé tién hanh
so sanh va xac dinh quan h¢ di truyén ctia hai mau Khé sam thu tai NGi Mo, huyén Nhu
Xuan va Khe Ha, huyén Xuan Lién, tinh Thanh Hoa.

2. VAT LIEU VA PHUONG PHAP NGHIEN CUU
2.1. Vit liéu nghién ctru

Maiu Khé sam thu tai cac dia diém sau:

Khe Ha, Xuan Lién, Thuong Xuan, Thanh Hoéa: 19°4835.52" vi do Bic; 105°23°42,4”
kinh d¢ Bong;

Nui Mo, Bii Tranh, Nhu Xuén, Thanh Hoéa: 19°27°56.41” vi d6 Bic; 105°027°10.58”
kinh d¢ Bong.

Céc cap mdi dac hiéu dugce st dung dé nhan ban 2 trinh tu gen noi trén dugc trinh bay
tai bang 1.

Bang 1. Trinh ty cac cip mdi sir dung dé nhan ban 2 trinh ty twong g

Gene| Tén moi Trinh tu Kich Téc gia
thude
ITSIF  |[TCCGTAGGTGAACCTGCGG White et al. 1990 [3]
ITS 650bp
ITS4R  |[TCCTCCGTCTATTGATATGC White et al. 1990 [3]
MatK 390f |CGATCTATTCATTCAATATTTC Cuenoud et al. 2002 [1]
Matk 936bp
MatK 13261 TCTAGCACACGAAAGTCGAAGT Cuenoud et al. 2002 [1]

2.2. Phuong phap nghién ciru
Phirong phdp tdach chiét DNA tong sé

DNA téng s6 duogc tach chiét tir 14 non cua cidc mau Khd sam, duoc thuc hién theo
phuong phap CTAB (Cetyltrimethylammonium bromide (CTAB) 1a chat tdy rira khong chira
ion c6 thé két tua axit nucleic va polysaccharide).

Phuong phap nay duoc thyc hién theo 6 bude, vdi viée str dung cac hoa chat phu hop
trong tach chiét DNA, nhim thu DNA tong sb.

Phirong phdp nhan gen ITS, Matk bang ki thudt PCR

Nhén ban gen ITS, Matk bang ki thuat PCR voi cip mdi dic hiéu, cu thé:

Doan gen ITS, Matk dugc khuéch dai bﬁng ky thuat PCR vdi cép mdi dic hiéu ITS-
1£/1TS-4r va MatK_390f/MatK_1326r véi kich thudc du kién 1a khoang 700 nucleotide.

V6i chu trinh nhiét va thoi gian phan tmg cia PCR bao gdm: Bién tinh khoi dong ¢
94°C trong 4 phut; lap lai 25 chu ki (Sambrook et al, 1989 [2]) (bién tinh & 94°C trong 30
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gidy, gdn mdi & 55°C trong 40 gidy, tong hop va kéo dai & 72°C trong 40 gidy); 6n dinh mau
va két thiic phan tmg ¢ 72°C trong 10 phut va bao quan miu & 4°C.
Phan tng PCR dugc tién hanh véi thanh phan phan ting duoc trinh bay ¢ bang 2.

Bing 2. Thanh phan phan g PCR nhan gen

STT Thanh phin Nong d6 Thé tich (ul)
1 PCR Masster Mix 2X 12,5
2 Méi xudi 10 pmol/ml 1
3 Mbi ngugc 10 pmol/ml 1
4 DNA khuén 10ng/"1 1
5 Nudce khtr ion - 9,5
Téng thé tich 25

Phirong phdp chay dién di kiém tra san pham PCR

Sau khi chay dién di, 1iy riéng phéan gel agarose cho vao hdp chira dung dich Ethidium
bromide. Nhudém trong 10 phit, sau d6 1iy ban gel ra, ngdm trong nuéc 2 - 3 phit. Pem vao
may quan sat dudi dén tr ngoai (UV) va chup anh.

Phirong phdp tinh sach san pham PCR

Sau khi nhan dugc gen ITS, Matk; budc tiép theo can thu nhan gen ¢ dang tinh sach
va khong 1an gel agarose. Qua trinh tinh sach duoc thuc hién theo Kit GenJET PCR
Purification cuia hang Thermo Scientific.

Phwrong phap xac dinh trinh tw nucleotide cua doan gen ITS, Matk

Trinh tu nucleotide ctia cic doan gen dugc xac dinh bing may giai trinh ty ABI
PRISM® 3100 Avant Genetic Analyzer, st dung b Kit BigDye® Terminator v3.1 Cycle
Sequencing v6i cap mdi dac hiéu. Trinh ty gen dé dugc phén tich, so sanh va 1ap cdy phat
sinh chuing loai bang céc chuong trinh Bioedit, BLAST, DNAstar.

3. KET QUA NGHIEN CUU VA THAO LUAN
3.1. V& hinh thai

Vé hinh thai, Khd sam (Croton kongensis) c6 dang cay bui, chiéu cao trung binh
khoang 1,4m; 14 don, hinh trai xoan, moc céch, phén duobi cua phién la co dang thudn dai,
phién ladai 11 cm- 15 cm, rong 3 cm - 4 cm, mat trén phién 14 mau xanh ddm hon mat dudi;
gan 14 hinh xwong c4, cudng 14 dai 1 cm - 2 cm.

Mua hoa vao khoang thang 2 - 4 hang nam, cum hoa thuong dugc moc ¢ ké 14 hay
d4u canh, hoa c6 thé ludng tinh hodc don tinh, v& ciu tao, & hoa duc c6 5 14 dai, 3 voi nhi,
cénh héa nhé, ¢ mau tring bac. Qua gdm 3 manh vo, mau hoi do.
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3.2. Két qua nhén ban trinh ty ITS; Matk

D¢ khang dinh quan h¢ di truyén ctia 2 trinh ty gen phan 1ap dugc tir miu Kho sim
thu tai Thanh Héa véi cac trinh ty twong (mg dd dugc cong bd trén genbank, ching t6i tién
hanh phan lap, phan tich, so sanh 2 trinh tw DNA Barcode 13 ITS; Matk ctia miu thu dugc
va so sanh véi céc trinh tu ITS; Matk da cong b trén gen bank.

Sau khi thuc hién PCR, san phém PCR s& duoc tién hanh dién di trén gel agarose va
dugc chup anh. Két qua PCR vdi céac cap mdi dac hiéu duoc thé hién trén hinh 1.

ITSNX ITSTX MatkWNX MatkTX

1kb
750bp
500bp
250bp

Hinh 1. Két qua PCR 2 miu véi cip méi ITS, MatK
M: Marker; 1: ITS NXTH; 2: ITS TXTH; 3: MatK: NXTH; 4: MatK TXTH

Két qua trén hinh 1 cho thiy, cac san pham PCR ctia 2 trinh tu tuong (mg cta 2 cip
moi ITS F/R; MatK F/R dac hiéu dugc thé hién véi cac kich thude twong dwong nhau, va
céc trinh tw ITS, MatK c6 kich thude khoang 650 bp. Két qua nay phu hop vdi trinh ty cac
cap moi twong ung, du 4o tin cay lam co sé cho viéc doc trinh tu I7S; Matk phuc vu cho cac
nghién ctru tiép theo.

3.3. Két qua doc trinh tw 2 doan gen ITS; Matk ciia Khé sim

Sau khi dién di, chung t61 tién hanh doc trinh tu 2 gen ITS; Matk thu dugc trén may
ABI PRISM® 3100 Avant Genetic Analyzer, st dung b¢ Kit BigDye® Terminator v3.1
Cycle Sequencing v6i cip mdi dic hidu, két qua thu dwoc nhu sau:
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Trinh tuw ITS NXTH

AGAAGTCGTAACAAGGTTTCCGTAGGTGAACTGCGGAAGGATCATTGTCGAAACCTG
CATAGCAGAACGACTCGTGAACAAGTAAGACAACACGTGGGTGACCTCTGGAGCCTT
CGGACGCCATTGCGAACCTARATGGCTGAGTCGTGTCATGTCCGGCTAGGCTTCGGC
CTGTTTCACATGCACTGCTCAGTCCAACAACCAACCCCGGCGCAAGACGCGCCAAGG
AAAACATAAAATGAAAGAGAAGGCACGTCTGACCGGTCCCGGCTTCGGGATCCCGGA
AAGAACGTTGTCCTCTTTTCTTAAAATAAAACGACTCTCGGCAACGGATATCTCGGC
TCTCGCATCGATGAAGAACGCAGCGAAATGCGATACTTGGTGTGAATTGCAGAATCC
CGCGAACCATCGAGTTTTTGAACGCAAGTTGCGCCCAAAGCCGTCAGGCCGAGGGCA
CGTCTGCCTGGGTGTCACGCAACATCGCTCCCAACCCATTAGGGTGCGGAATATGGC
CTCCCGTGCGATTCCCTCTCGCGGTTGGCCGAAAAGAATGGTCCTCGGCTACGGATG
CCGCGACAATCGGTGGTTGTAAGACCCTCGGACACAGTCGCTCGCACTATGCCTTGG
ATAACGAGACCCCTCTGCGTCCTTCGCGGCACGCTCACATCGCGACCCC

Trinh ty ITS TXTH

AGAAGTCGTAACARGGTTTCCGTAGGT GAACTGCGGARGGATCATTGTCGARACCTG
CATAGUAGAACGACTCGTGAACAAGTAAGACAACACGTGELTGACCTCTGLAGCCTT
CEGACGCCATTGCGAACCTAAATGGUT GAGTCGTGTCATGTCCGGCTAGGCTTCGGC
CTGTTTCACATGCACTGCTCAGT CCAACAACCAACCCCGELGCAAGACGUGLCAAGG
AAAACATAAAATGARAGAGAAGGCACGTCTGACCGETCCCGGUTTCGEGATCCOGEA
AAGAACGTTGTCCTCTTTTCT TAAAAT ARAACGAUTCTCGHCAACGGATATUTCGGE
TCTCGCATCGATGAAGAACGCAGCGAA A TCGCGATACTTGETGTGAATTGCAGARTCC
COCGRAACCATCGAGTTTTTGAACGCAAGTTGCGLCCARAGCCGTCAGGLCOGAGGGCA
COTCTGCCTGGETGTCACGCAACAT CGCTCCCAACCCATTAGGGTGCGGARATATGGEC
CTCCCGTGCGATTCCCTCTCGCGGT TEGCCGAAAAGAATCGTCCTCGECTACGGATG
COGCGACAATCGGTGGTTGTAAGACCCTCEGGACACAGTCGOTCGCACTATGCCTTGG
ATAACGAGACCCCTCTGOGTCCTTUGLLGUACGUTCACATUOGUGACCCC

Trinh tw MatK NXTH

AGAAGTCGTAACAAGGTT TCCGTAGGTGAACTGCGGAAGGATCATTGTCGARACCTG
CATAGCAGAACGACTCOT GAACAAGT AAGACAACACGTGGGTGACCTCTGGAGCCTT
COGACGCCAT TEOGAACC TAAA TGO TGAGT COTGTCATGT COGGUTAGGCT TG0
CTGTTTCACATGCACTGCTCAGTCCAACAACCAACCCCGGCGUAAGACGCGCCAAGG
ARAACATAARATGARAGAGARGGCACGTCTGACCGGTCCCGECTTCGGGATCCCGGA
AAGARACGTTGTCCTCTTTTCTTAAAATAAAACGACTCTCGGCARCGGATATCTCGGE
TCTCGCATCGATGARGARCGCAGCGAAATGCGATACTTGGTGTGAAT TGCAGAATCC
CGCGAACCATCGAGTTTT TGRACGCAAGT TGCGCCCAAAGCCGTCAGGCCGAGGGCA
CGTCTGCCTGLETGTCACGCAACATCGCTCCCAACCCAT TAGGGTGCGGAATATGGC
CTCCCGTLGCGATTCCC T T OGCGETT GLOCGAAAALGAAT GG TCCTCGGCT ACGHEAT
CCGCGACAATCGGTGGTTGTAAGACCCTCGGACACAGTCGCTCGCACTATGCCTTGG
ATAACGAGACCCCTCTGCGTCCTTCGCGECACGCTCACATCGCOGACCCC
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Trinh tw MatK TXTH

GATGTGTTAATACCTTACCCCATCCATGTAGAGARAT TAGTTCAAACCCTTCGCTAT
TGGCTGAAAGATCCCTCGTCTTTGCATTTATTACGACTCTTTCTTCATGAGTATTGG
ARTAGGAGCAGTCTTTTTATTCATATTCAAAAGARATCGATTTTTATTTTTACAAAR
AGGAATCCARGATTTTTCTTGTTCCTATATAATTCTCATGTATATGAATACGAATCA
ATCCTCTTTTTTCTTCGTAATCAATCCTTT TATTTACGATCAACATTTTCTCGAGTC
CTTCTTGAACGAATTTTTTTCTATGGAARAATAGAACATTTTGCAGARGTCTTTGCT
ARTGATTTTCAGACTATCCTAGGGTTGGTCAAAGATCCTTTCCTGCATTATGTTAGA
TATCAAGGAAARTCCATTCTGGCTTCAARAGATGGECTTCTTCTGATGAAAAAATGG
ARATATTACCTTGTCAATTTATGTCAATGTCATTTTTATGTGTGGTTTCAACCAAAR
ARGATCTATATAAGTTCATTACCCAAGCATTCTCTCAACCTTTTGGGCTATCTTTCA
ARTGTACAATTARATCCTTTGGTCGTACGAAGTCARATGCTAGAAAATTCATTTTTA
ATAGAARAAGATAATACTATGAAGAACTC

Vi 2 trinh tu ITS; Matk thu duge tir két qua phan 1ap, ching t6i nhan dugc trinh tu
nucleotit ctia I7S 13 676 bp va MatK 14 656bp. Céc két qua nay déu phu hop véi cac cap moi
dac trung. Sau d6 chung t6i tién hanh so sanh véi trinh ty gen ITS; Matk da cong bd trén
ngan hang gen qudc té dé 1am co so dé chung t6i tién hanh phan tich quan hé di truyén cua
cac trinh tu thu dugc va cac trinh ty di cong bo trén gen banks.

3.4. Két qua phan tich trinh ty ITS

Sau khi thu dugc trinh ty /7S, chung t6i tién hanh phan tich, so sanh va x4c dinh quan
hé di truyén cua trinh tu /7 thu dugc va cac trinh tu /7S da dugc cong b trén gen bank [8].
Két qua duoc trinh bay ¢ bang 3 va cho thdy, céc trinh tu IS phan 1ap duoc tir hai mau cay
Khd sam tai Nhu Xuan, Thanh Héa va Xuan Lién, Thanh Hoéa 1a khong c6 su khac nhau va
c06 d0 sai khac 1a 1,35%; 1,37% va 1,42% so véi trinh tu /7S cua loai Croton lachnocarpus
mang ma s6 MH558649; MH588648 do Zhang, D. cong b6 nam 2021 tai Trung Qudc va ma
$6 KP092921 cua tac gia Liu,J., va cong su cong bd nam 2015 tai Trung Quéc; su sai khac
nay 1a 1,54% so v6i trinh ty ITS cua loai Croton_euryphyllus, mang mi s KC758673 do
tac gia Long,X., atall cong bd ndm 2013 tai Trung Quéc; 2,00%; 2,14% so voi trinh tu ITS
cua loai Croton sp. mang ma $6 KY039616 va KY039653; 2,13% so v6i trinh tw I7S loai
Croton_goudotii ma s6 KY039611 déu dugc cong bd boi tic gia Haber, E.A., va cong su
nim 2017 tai M§. Nhu véy, vé quan hé di truyén cua trinh ty /TS ching t6i thu dwgc va céc
trinh tu /7S dd cong b trén gen bank c6 quan hé cing chi Crofon nhung khéc loai. Didu nay
cho thay d9 tin cay khi stir dung DNA Bacode trong viéc x4c dinh quan hé di truyén cua trinh
tu ITS thu duge véi cac trinh ty /TS da cong bo trén gen banks; mdi quan hé di truyén nay
con duge thé hién trén hinh 2.
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MH558649-Croton lachnocarpiis

99
— MHS58648-Ctoton lachnocarpus

184

LKP092921-Croton lachnocaipiis

KC758673-Croton euryphyllus

‘ TXTH

100 ‘
NXTH

KY039611-Croton goudotii

I

99 KY039616-Croton sp.

KY039653-Croton sp.
|

001
Hinh 2. Két qua so sanh trinh ty I7S thu dwgc véi trinh tw ITS d3 cong bd trén gen bank

Két qué trén hinh 2 cho thay, trén so d cdy phat sinh ¢6 hai nhanh, nhanh I va nhanh
I1, trong d6, nhanh I c¢6 hai nhom, tai nhém 2 cho thiy hai trinh tw /7S chung t6i thu dugc
tai Nhu Xuén va Thuong Xuan Thanh Héa c6 quan hé di truyén ciing loai va khéc loai véi
c4c trinh ty ITS da dugc cong bd trén gen banks. Trong khi do, tai nhom 1 biéu thi quan hé
cung loai Croton lachnocarpus cia 03 trinh tu /7S mang ma sb 1a MH558648; MH 558649;
KP092921. Tai nhanh II, céac trinh ty /7S mang ma s6 KY039616; KY039653 c6 quan hé di
truyén cung loai Croton sp. va khac loai v6i trinh tu /7S mang ma s6 KY039611. Diéu nay,
cho théy, mic du sy khac nhau vé trinh ty /7S khi so sanh 1a khong qua 16n, tuy nhién trén
so dd cay phat sinh da khéng dinh duogc vai tro va do tin cay cao cua viéc st dung DNA
Barcode dé xac dinh quan hé chung loai. bé khéng dinh d9 tin cay cua vi¢c st dung DNA
Bacode trong viéc xac dinh quan hé di truyén, chung ti tiép tuc phan tich trinh tuy MarK.

3.5. Két qua phén tich trinh tw Matk

Sau khi phén tich trinh tu /TS, chung toi tiép tuc tién hanh phén tich, so sanh va xac
dinh quan h¢ di truyén cua trinh ty MatK thu dugc va trinh ty MatK da dugc cong bd trén
gen bank [8], két qua dugc trinh bay tai bang 4.
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Két qua bang 4, cho thdy, hai trinh ty MatK cua chung toi phan 1ap dwoc tir mau cay
Khd sam tai Nhu Xuan, Thanh Héa va Xuén Lién, Thanh Héa la khong c6 su khac nhau va
ci hai trinh tu nay c6 do sai khac khong dang ké (0,47%) so véi trinh tw Matk cta loai
Croton_kongensis mang ma s6 GQ434077 do Chen, S., va cong su cong bd nam 2016 tai
Trung Qudc; ddng thoi cé su sai khac twong ddi 16n so véi cac trinh ty MatK cia loai
Croton_tiglium mang ma sé NC040113 va MH 394334 d3 cong bd trén gen bank. Dé khang
dinh quan h¢ di truyén ctia céc trinh tu ndy, chiing t6i str dung phan mém MEGA XI dé thiét
1ap so d6 cay phat sinh ching loai. Két qua dugc thé hién tai hinh 3.

KC627789-Croton sp.
KC627680-Croton sp.

K¥039691-Croton sp.

KY039754-Croton submetalliciis

GQ434077-Croton kongensi.

TXTH

8s

NXTH

NCO040113-Croton tiglium

1
100
MH394334-Croton tiglium

—
010

Hinh 3. Két qua so sanh trinh ty MatK thu dwgc véi trinh tw MatK da cong bd trén gen bank

Két qua tai hinh 3 cho thdy, so d6 cdy phat sinh chung loai ¢6 hai nhanh I va II, tai
nhanh I thé hién quan hé di truyén cua céc trinh tw MatK 13 kha da dang, trong d6 hai trinh
tu MatK ching t6i thu duogc ¢ quan hé di truyén cung loai va ciing loai Croton kongensis
véi trinh ty MatK mang ma s6 GQ434077 va khac loai v6i cac trinh tu MatK mang cac ma
s KC627789; KC627680; KY039691; KY039754, trong khi d6, tai nhanh II céc trinh ti
MatK mang ma s6 NC040113 va MH394334 ¢ quan hé cung loai Croton tiglium.

Tir céc két qua phan tich quan hé di truyén cta 2 trinh tu ITS; Matk thu dugc tir mau
cay Kho sam tai Nhu Xuén, Thuong Xuan, Thanh Héa véi céc trinh tu I7S; Matk da cong
b trén gen bank cho thay khi sir dung DNA Barcode trong viéc xac dinh quan hé di truyén
dé x4c dinh quan hé chung loai ludn c6 d6 chinh xdc va do tin cy cao. Diéu nay giup cac
nha phan loai hoc ¢6 thém co s& khoa hoc khi xac dinh quan hé ching loai va sip xép céac
nhom sinh vat m§t cach phu hgp trong viéc xdy dung cay phat sinh chung loai, dac biét la
viéc nhan dang cac loai déng hinh hodc cac loai sinh vat quy hiém.
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4. KET LUAN
Céc trinh tu ITS; Matk cua loai Khé sdm thu tai Nhuw Xuan, Thanh Héa va Thuong

Xuan, Thanh Héa c¢6 quan hé di truyén cting loai va 1a loai Croton kingensis.

Kich thuéc céc trinh tu ITS va Matk cia loai Khé sim thu duoc tai Nhu Xuén, Thanh

Héa va Thuong Xuén, Thanh Héa lan luot 13 676bp; 656bp.

Trinh tu /TS cua loai Khé sim Croton kingensis duge chung t6i cong b 1an dau tién

trén gen bank véi ma s6 1a ON508043 va OP037805

Céc trinh ty ITS; Matk cta loai Khd sam thu tai Nhu Xuan, Thanh Héa da cong bd

trén ngan hang gen qudc té 1an luot mang cic ma s6 ON508043 va ON512847; céc trinh tur
ITS va Matk cia loai Kh sam thu dugc tai Thuong Xuan, Thanh Hoa cong bd trén gen ngan
hang gen quéc té lan lugt mang ma s6 1a OP037805 va OP037806
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IDENTIFYING GENETIC RELATIONASHIPS OF CROTON
KONGENSIS GAGNEP. FROM THANH HOA BY
USING THE DNA BARCODE

Le Dinh Chac, Do Thi Hai, Nguyen The Loi, Nguyen Van Tuan,
Le Thi Hai Yen, Dang Thi Hong Phuong

ABSTRACT

The use of DNA barcoding techniques to determine the genetic relationships of

organisms in general and plants in particular has been applied by many scientists. These
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techniques use a DNA sequence (about 400-1000 bp) as a standard to identify quickly and
accurately the phylogenetic relationships of organisms. Therefore, DNA barcodes not only
help taxonomists in taxonomy and identification of species, but also improve their capacity
to control, understand and utilize biodiversity. In this study, we present the results of
isolating and determining the species relationship of two DNA barcode sequences of species
Croton kongensis collected in Thanh Hoa. The sequences we isolated were ITS (676bp);
Matk (656bp). These two sequences were identified as the same species Croton kongensis,
of which the ITS sequence was the first published on the gene banks.

Keywords: /TS, Matk, DNA barcoding, C.kongensis.
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